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analysis and PCR testing to detect PML/RARa, AMLI/ETO, CBFp/MYHl fusion genes. Results and 

conclusions: (1) Rate the patient were detected t( l 5;1 7)(q21 ;q22)/ the patient with PML/RARa positive 

was 56.25% (9/16). (2) Rate the patient were detected t(8;21)(q22;q22)/ the patient with AMLI/ETO 

positive was 52.9% (9/17). (3) In 7 patienst with CBFp/MYHl l positive no one was detected invd6) 

(pl3q22). 

Keywords: t(15,17)(q22;q21), PML/RARa, t(8,21)(q22;q22), AMLI/ETO inv(16)(p13q22), 

CBFp /MYH l l 

CAC DOT BIEN DONG MAM TAI VUNG NONG CUA GEN APC 

6 CAC BENH NHAN UNG THU DAI TRL/C TRANG 

THE DA POLYP TUYEN GIA DINH 

Nguyin PhUOng Anh \ Nguyen Nghiem Luat^ Tran Van Khanh^ 

^Benh vien K; -TrUdng Dai iioc Y Ha Ndi 

Muc tieu: cac ddt bien ddng mam d gen Uc che khdi u APC (tumor-supresor adenomatous polyposis coli) 

cd lien quan vdi ung thu dai trUc trang the da polyp tuyen gia dinh. Muc dich cua de tai nay ia phat hien cac 

dot bien ddng mam tai viJng ndng tren exon 15 cua gen APC d cac b$nh nhan ung thu dai trUc trang the da 

polyp tuyen gia dinh d Viet Nam. Doi tu'ang va phuang phap nghien ciiu: gen APC cua cac benh nhan ung 

thu dai true trang the da polyp tuyen gia dinh dUac khuech dai bang ky thuat phan Ung chudi polymerase 

(PCR), sau chudi DNA duac xae dinh trinh tU trUc tiep de phat hien cac dot bien ddng mam. Ket qua: da 

phai hien cac dot bien diem d 21 benh nhan vdi ty le phat hien dot bien la 16/21 (76,2%), bao gom dot 

bien dich khung (cai 1 bp, xoa 1 bp, xoa 2 bp) la 34/39 (87,2%), dot bien thay the bp (thay the 1 bp va 2 bp) 

la 5/39 (12,8%) va dot bien vd nghJa (stop codon) la 13/21 (61,9%>). Khdng phat hien duac cac dot bien 

doan Idn d cac benh nhan nay. Ket luan: (1) Da phat hien cac dot bien dich khung (cai 1 bp hoae xoa 1-2 

bp), dot bien thay the bp (1-2 bp) va cac ma vd nghla d vung ndng ciia gen APC d benh nhan ung thU dai 

true trang the da polyp tuyen gia dinh Viet Nam. (2) Khdng phat hien duac dot bien doan Idn d vung nong 

ciia gen APC d cac benh nhan nay. 

Tif khoa: gen APC, ung thif dai trifc trang 

I. DAT VAN DE 

Cac dot bien ddng mam d gen Uc che khdi u 

APC (tumor - supresor adenomatous polyposis coli 

gen: APC) la nguyen nhan cua hau het cac trUdng 

hop da polyp tuyen gia dinh (hereditary familial 

adenomatous polyposis; FAP) [5, 9]. Da polyp 

tuyen gia dinh la mot rd'i loan di truyen trdi cua 

nhiem sac the thUdng (autosomal dominant inher­

ited disorder) chiem khoang 1 % cac ung thU dai 

trang ndi chung. Da polyp tuyen gia dinh dUdc 

dac trUng bdi tU hang tram den hang nghin cac 

polyp tuyen trong dai trUc trang va cd kha nang 

tien trien thanh ung thU dai trUc trang [9]. Do dd, 

viee chan doan sdm da polyp tuyen gia dinh d 

nhUng thanh vien trong gia dinh cd nguy co la rat 

quan trpng de ngan ngUa sU phat trien ciia ung 

thu. Nhd nghien cdu sang loc cac thanh vien gia 

dinh bi da polyp tuyen gia dinh, ngUdi ta da phat 

hien hon 300 dot bie'n ddng mam khac nhau d 

gen APC. Khoang 95% cac dot bien dich chuyen 

va vd nghTa gay nen sU cat ngan cac protein APC 

[5, 9). SU ma't chUc nang cac protein APC lam 
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chung khdng cd kha nang Uc che sU phat trien 

cua ung thu dai trUc trang. Muc tieu: 

Phat hien cac dot bien dong mam trong viing 

nong ciia gen APC d cac benh nhan ung thU dai 

tri/c trang the da polyp tuyen gia dinh d Viet Nam. 

II. DOI TUONG VA PHUONG PHAP 

NGHIEN CU'U 

1. Doi tifdng nghien ciJu 

Trong nghien cdu nay, chung tdi da phan tfch 

gen APC d vung ndng d 21 benh nhan ung thu dai 

trUc trang the da polyp tuyen gia dinh, gdm 15 

Bang 1. Cac primer sd dung de khuech dai cac doan 

nam va 6 nO, tudi tU 18 - 62, da dUdc xae dinh 

bang lam sang va giai phau benh. 

2. PhifOng phap nghien cu'u '• 

Trong nghien cifu nay, cac ky thuat sinh hoc 

phan tur nhu tach chief DNA tU bach c l u mau 

ngoai vi , khuech dai DNA bang PCR va xae dinh 

. trJnh tit DNA da dUdc sil dung. 

- Chiet xuat DNA: DNA dUdc chief xuat tU 

cac bach cau cua mau ngeai bien bang Phenol/ 

Chloroform. Do tinh sach ciia san pham DNA 

dUdc kiem tra tren may quang phd d bUdc sdng 

260/280 nm. , s > . , ; •• 

nucletid nam trong vung nong cua exon 15 cua gen APC 

Doan Cac primer (mdi xuoi va moi ngUdc) 
Doan nucleotid du'ge 

khuyech dai (codon) 

Kich thudc 

khuech dai (bp) 

1 5 - 2B 5' - GTCAATACCCACCCGACCTA - 3' 

5' - AGGCTGATCCACATGACGTT - 3' 

1 5 - 2C 5' - TTCCAACCACATTTTGGACA - 3' 

5' - GAGCTGATTCTGCCTCTTGG - 3' 

1 5 - 3B 5' - CAGACGACACAGGAAGCAGA - 3' 

5' - GCAGCTTGCTTAGGTCCACT - 3' 

9 9 8 - 1176 

1083 - 1231 

1287 - 1467 

536 

.13* 

•543 --• 

- Khuech dai DNA bang phan Ung PCR: san 

pham DNA tinh sach dUpc khuech dai bang PCR 

(Polymerase Chain Reaction) sir dung may luan nhiet 

Thermal cycler (Nhat) [5], Vi phan Idn cac dot bien 

ddng mam xay ra d coddn 1061 va 1 309, thuoe viing 

ndng (hotspot) cua gen APC, chiem tdi 1/3 tdng so 

cac dot bien ddng mam nen chung toi da xae dinh 

cac dot bien ddng mam trong vung ndng cua exon 

15 cua gen APC. Gen APC trong nghien culi nay 

duoc khuech dai d 3 doan nucleotid bao phu vung 

ndng tU codon 998 den codon 1467. Cac primer sif 

dung cho phan ifng PCR dUdc chi ra d bang 1. 

Phan Ung PCR cd chu ky nhiet tU dpng la: bie'n 

tfnh DNA d 94''C trong 5 phut, tiep theo la khuech 

dai DNA vdi 35 chu ky (gdm bien tfnh d d 94°C/ 1 

phut, bat cap d 58°C/ 1 phut va keo dai chudi d 

72''C/ 3 phut), cudi cung u d 72^0 trong 7 phut. 

- Dp tinh sach cua san pham PCR dUdc xae 

dinh nhd dien di tren gen agarose 2%, nhupm 

vdi ethidium bromide va dpc dUdi anh sang ciia 

tia tif ngoai. 

- Giai trinh tU gen: thU tU nucleotid cua san 

pham PCR dUde xae dinh bang BigDye 

Terminator 3.1 Cycle Sequencing Kit, thUc hien 

tren may Phan tfch gen ABI Prism 3100 Genetic 

Analyzer (Hoa Ky) va su" dung cac primer tUdng tU 

nhu d phan Ung PCR. Chudi polypeptid cua DNA 

thu dUdc dupe so sanh vdi trinh tU DNA cua Gene 

bank de xae dinh cac dot bie'n. Chudi polypeptid 

cung dupc phan tfch va so sanh vdi Protein bank. 

• » • 
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111. KET Q U A 

NhOng dot bien dich khung (frameshift 

mutations) nhU cai them bp hoae xda bp, dot bien 

thay the bp (base substitutions) va cac dot bie'n vd 

nghTa (nonsense mutations) tao nen stop codon d 

vung ndng (hotspot) tren exon 1 5 cua gen APC d 

benh nhan ung thU dai trang the da polyp tuyen ' 

gia dinh dUdc phat hien nhd giai trinh tU chudi 

DNA va phan tich trinh tU cac acid amin treng 

chudi polypeptid tUdng u'ng. 

1 . NhUng dpt bien djch khung dich ma (frameshift mutations) 

170 • lS5h ' '- • 
•TCTCCCTCTCC- . 

ISO •'-•'••: -m n c 220 23Q 
.'•.-.GGGGCGCTC ',C..\CCCCC.*.- G. 'GCCCCTG.'G. ' . ' .GT '.TGTGCT 

J l ' , 

k m i\n ui 
Hinh 1. Ket qua giai trinh tU cu the ciia mot doan nucleotid 3B tren exon 15 ciia gen APC cua benh nhan 

sd 42 va ket qua so sanh vdi DNA cua gene bank va chudi polypeptid tUOng ling: sU cai them 2 bp CT d 

codon 1362 tao nen mot dot bien dich khung da lam chuyen djch hai bp trong chuSi, dan den tao thanh 

mot stop codon (TGA) d codon 1373, vdn la CCT (Pro). 

So sanh doan 3B tren exon 1 5 cua gen APC cua benh nhan sd 42 vdi DNA cua gene bank: 

Cai them CT Stop codon 

G G G TCTOi?CICTCC / .GGGGCGCTC C CCCCC Q GCCCCTO G 'CT TGKCT Benhnhan 

G;-,GCG..:. .TCTCCCTCC-.\;:GTGGTkTC::G.;C;.CCC;;;-; ; :GTCC,XCT-3/./^C.iCT.;T5TT Gene bank 

So sanh cac chudi polypeptid tuang Ung: '• . ? , ; 

Clu lie Ser Leu Ser Lys Arg Gly Ala His Thr Pro Lys Ser Pro * Giu Leu Benh nhan 

Ala Lys Ser Pro Ser Lys Ser Gly Ala Gin Thr Pro Lys Ser Pro Pro Giu His Protein bank 

Hinh 2. So sanh doan 3B tren exon 15 ciia gen APC ciia benh nhan sd 42 vdi DNA ciia gene bank va cac 

chudi polypeptid tuang ufng *Stop codon 

NhUng dot bie'n dich khung (cai them hoae 

xda bp), thay the bp va cac dot bie'n vd nghTa d 

vung ndng tren exon 15 cua gen APC d 20 benh 

nhan ung thU dai trang the da polyp tuyen gia 

dinh dupc trinh bay tdm tat d bang 1. ^̂  ' . 

Cac dot bien dich khung chiem 33/39 (84,6%) 

tdng so ddt bie'n, dUdc phat hien d 15 /21 (71%) 

benh nhan, trong dd, dot bien cai 1 bp la 2 (gap d 

cung 1 benh nhan), cai 2 bp la 1 va so dot bie'n 

xda 1 bp la 29 (gap d 14 benh nhan), do bie'n xda 

2 bp la 3 (gap d-1 benh nhan) (bang 2). 

2. NhUng dot bien thay the bp (base substitutions) 

Cac dot bien thay the base chiem 5/39 

(11,4%) tdng so dot bien, dupe phat hien d 5/ 21 

(19,05%) benh nhan, trong dd, dot bien thay the 

1 bp la 2 (gap d 2 benh nhan) va so' dot bie'n thay 

the 2 bp la 3 (gap d 3 benh nhan) (bang 2). 

3. NhUng ma v6 nghTa (nonsense hoae stop codon) 

So stop codon dUpc phat hien la 56, gap d 

13/21 (61,9%) so benh nhan (bang 1). 
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Bang 1. NhQng dot bien d viing nong tren exon 15 cua gen APC 

d 21 benh nhan ung tha dai tri/c trang the da polyp tuyen gia dinh 

So 
Codon Kieu dot bien 

So dot 

bien 
Thay doi codon 

So stop 

codon 

Benh nhan 

sd 

1 

2 

3 

4 

5 

6 

7 

1002 

1012 

1016 

1027 

1046 

1047 

1051 

Xda 1 bp: A 3 Dich khung 

Leu-> stop (TAG) 

l l e ^ s t o p (TAA) 

Leu->- stop (TGA) 

l l e ^ s t o p (TAA) 

lle-> stop 

l le-^ stop (TAA) 

3 

3 

3 

3 

3 

3 

11, 26, 54 

1, 26 ,54 

1, 26, 54 

1, 26, 54 

1, 26, 54 

1, 26, 54 

1, 26, 54 

1108 
Xda 1 bp: A 

Thay 2 bp: A A T ^ A T G 

24 1181 

Dich khung 

Asp->Met 

L y s ^ stop (TAG) 

24, 33, 42, 

46, 51 

49 

9 

10 

n 

12 

13 

14 

15 

16 

17 

18 

19 

20 

21 

22 

23 

1112 

1116 

1118 

1125 

1128 

1143 

1144 

1148 

1153 

1155 

1157 

1159 

1160 

1164 

1167 

Xda 1 bp: A 

Cai 1 bp: T 

Cai 1 bp: G 

Thay 1 bp: G A A ^ T A A 

1 

1 

1 

1 

Dich khung 

l l e ^ stop (TAA) 

Dich khung 

Val-> stop (TAA) 

Ser-> stop (TAA) 

T y r ^ stop (TGA) 

Ser-> stop (TGA) 

Se r^ stop (TGA) 

His-> stdp (TGA) 

l l e ^ stop (TAA) 

G l u ^ stop (TGA) 

P r o ^ stop (TGA) 

Glu^stop (TAA) 

Lys-> stop (TAG) 

Lys-» stop (TAA) 

3 

6 

1 

1 

1 

1 

1 

3 

1 

1 

. 1 

5 . 

1 

49 

6, 11 , 26, 54 

6 

24, 33 ,42 , 

46, 49, 51 

6 

49 

49 

49 . 

49 

11, 26, 54 

49 

49 

46 

24, 33 ,42 , 

46, 51 

6 

24, 33 ,42 , 

46, 51 

25 1184 L y s ^ stop (TAA) 
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So 
TT 

Codon Kieu dot bien 

S6' So 

dot Thay doi codon stop 

bien codon 

Benh nhan 

so 

26 

27 

28 

29 

30 

31 

32 

33 

34 

35 

36 

37 

38 

39 

40 

41 

42 

43 

44 

. 45 

46 

47 

48 

49 

50 

51 

52 

1186 

1195 

1206 

1229 

1294 

1295 

1306 

1307 

1308 

1309 

1312 

1313 

1314 

1316 

1320 

1322 

1325 

1328 

1330 

1333 

1340 

1453 

1354 

1461 

1362 

1373 

1389 

1394 

Xda 1 bp: G 

Thay 2 bp: ACAGGA ^ A C C A G A 

Xda 1 bp: A 

Xda 1 bp: A 

Xda 1 bp: A 

Xda 1 bp: C 

Thay 1 bp: ACT^ATT 

Xda 1 bp: C 

Xda 1 bp: C 

Xda 1 bp: G 

-

Xda 1 bp: A 

Xda 1 bp: C 

Thay 2 bp: G T A ^ G A T 

Xda 2 bp: AT 

Xda 1 nu: T G A ^ - GA 

C a i 2 b p : C T 

Xda 2 bp: TA 

Xda 2 bp: GA 

1 

1 

1 

4 

3 

1 

1 

1 

1 

2 

2 

2 

1 

1 

1 

1 

1 

1 

1 

1 

Asp-> stop (TGA) 

P h e ^ stop (TAA) 

P h e ^ stop (TAA) 

Dich khung 

Thr^->Thr G l y ^ A r g 

Djch khung 

lle-> stop (TAA) 

Dich khung 

Dich khung 

Dich khung 

T h r ^ stop (TGA) 

Leu-^Thr 

A l a ^ stop(TGA) 

V a l ^ stop (TGA) 

Djch khung 

Djch khung 

Djch khung 

P r o ^ stop (TGA) 

Djch khung 

Djch khung 

Val-^l le 

Djch khung 

Djch khung 

Djch khung 

P r o ^ stop (TGA) 

Djch khung 

Djch khung 

1 

1 

1 

•4 

1 

1 

2 

1 

1 

49 

49 

49 

54 

11 

5, 6, 46, 54 

5, 6, 46, 54 

5, 6, 54 

52 

14 

52 

8 

52 

14, 52 

14 

34, 35 

34, 35 

14 

34, 35 

14 

26 

42 

11 

42 

42 

42 

42 

53 1396 Asp-^ stop (TGA) 42 

54 1421 Se r^ stop (TGA) 42 

Tong so 39 65 



TCNCYH 69 (4) - 2010 

Bang 2. Phan loai cac dot bien d viing nong tren exon 15 ciia gen APC d 21 benh nhan 

ung tha dai trac trang the da polyp tuyen gia dinh 

Kieu dot bien So' doan bien 
So benh nhan co dot 

bien (benh nhan sd) 

1. Dot bien gay chuyen djch bp: 

34/39 (87,2%) 
Cai 1 bp 2 (5,1%) 1 (6) 

Xda 1 bp 29 (74,4%) 

3 (7,7%) 

14 (5, 6, 11, 14, 24, 26, 

33, 34, 35, 42, 46, 5 1 , 

52, 54) 

2.Dot bien thay the bp: 5/39 (1 2,8) 

Tdng so' (%) 

Xda 2 

Thay the 1 bp 

Thay the 2 bp 

2 (5,1%) 

3(7,7%) 

39 (100%) 

1 (42) 

2 (8, 46) 

3 (11, 26, 49) 

16/21 (76,2%) 

IV. BAN LUAN 

NhUng dot bien dich khung (frameshift), thay 

the bp (base substitutions) va cac dot bie'n vd 

nghTa (nonsense hay stop coddn) d viing ndng 

(hotspdt) tren exon 15 cua gen APC d 21 benh 

nhan ung thU dai trang the da polyp tuyen gia 

dinh da dUdc phat hien. 

Ve nhUng ddt bie'n djch khung (frameshift 

mutations): Cac dot bie'n djch khung chiem 34/39 

(87,2%) tdng sd dot bien, dUde phat hien d 1 6/ 21 

(76,2%) benh nhan, trong dd, dot bie'n cai 1 bp la 

2 (gap d Cling 1 benh nhan) va so' dot bie'n xda 1 

bp la 29 (gap d 14 benh nhan (bang 2). Cac dot 

bien djch khung tren gen APC ciing dUpc nhieu 

tac gia nUdc ngeai phat hien [4, 6, 7, 9] . NhUng 

dot bien dich khung nhU cai hoae xda 1 hoae 2 

bp, gay nen sU chuyen djch cac nucleotid trong 

DNA. Vl bp ba ma hda gdm 3 nucleotid nen sU 

chuyen djch 1 hoae 2 nucleotid cd the tao thanh 

cac ma vd nghTa nhUTAA, TAG hoae TGA. 

Ve nhUng dot bien thay the bp (base 

substitutions): Cac dot bien thay the base chiem 

5/39 (1 2,8%) tdng sd dot bien, dUpc phat hien d 

5/ 21 (23,8%) benh nhan, trong dd, dot bie'n thay 

the 1 bp la 2 (gap d 2 benh nhan) va sd dot bien 

thay the 2 bp la 3 (gap d 3 benh nhan (bang 2). 

Cac dot bien thay the cd the bien mot bp ba mat 

ma ma hda cho mpt acid amin nay thanh mot bp 

ba mat ma ma hda cho mot acid amin khac hoae 

bien bp ba mat ma nay thanh mpt bp ba vd 

nghTa. Vf du: d benh nhan sd 8, sU thay 1 bp la C 

thanh T da bien codon 1314 ACT thanh ATT, 

nghTa la lam ddi Leu thanh Thr trong protein APC; 

cdn d benh nhan so 46, sU thay ddi 1 bp la G 

thanh T da bien codon 1314 GAA thanh TAA, 

nghTa la bien Giu thanh 1 stop codon (TAA). Cac 

dot bie'n thay the bp tren gen APC cung dUpc 

nhieu tac gia nUde ngoai phat hien [1 , 2, 5, 9]. 

Ve nhUng ma vd nghTa (nonsense hoae stop 

codon): Sd stop codon la 65, gap d 13/21 (61,9%) 

so benh nhan (bang 1). Cac dot bie'n vd nghTa 

tren gen APC cung dud'c nhieu tac gia nUdc ngoai 

phat hien [7, 9, 10]. Nguyen nhan xuat hien cac 

stop codon trong chudi nucleotid cua gen APC la 

do cac dot bien dich khung (cai hoae xda 1 hoae 

2 bp) hoae dot bien thay the 1 hoae 2 bp dan den 

sU xuat hien mdt trong cac bp ba ma hda vd nghTa 

nhu TAA, TAG va TGA. Cac ma dUng (stop codon) 

nay lam cac protein APC tUdng dng dUde tdng hdp 

IT 
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se ngSn hdn binh thudng. Dieu nay lam cho 

chung mat chUe nang Uc che khdi u va nhU vay, 

ung thu dai trUe trang se cd dieu kien phat trien. 

Mpt sdtac gia nUdc ngoai da phat hien cd sU 

dot bien xda doan 5 bp la ACAAA d codon 1061 

va AAAGA d codon 1 309 vdi ty le mot vai % [5, 

9). Tuy nhien, tai cac codon nay, chung tdi chUa 

phat hien dUpc cac dot bien xda doan Idn nhU 

vay. Dieu nay cd the do so lUpng benh nhan 

nghien cUu ciia chung tdi cdn chUa nhieu. 

V. KET LUAN 

Da phat hien cac dot bien djch khung (cai va 

xda 1 - 2 bp), dot bie'n thay the bp va ma v6 

nghTa d vung ndng aia gen APC d benh nhan ung 

thu dai trUc trang the di truyen da polyp tuyen gia 

dinh Viet Nam. 

Khdng phat hien dUOc dot bie'n doan Idn d 

vung ndng ciia gen APC d cac benh nhan nay. 
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Summary 

GERMLINE MUTATIONS IN HOT SPOT AREA OF EXON 15 OF APC GENE IN VIETNAMESE 

PATIENTS WITH FAMILIAL ADENOMATOUS POLYPOSIS (FAP) COLORECTAL CANCER 

Germline mutations in the tumor - supresor adenomatous polyposis coli (APC) gene are associated with 

hereditary familial adenomatous polyposis (FAP) colorectal cancer. Objective: To detect germline 

mutations in hostpot area on exon 1 5 of the APC gene in Vietnamese colorectal cancer patients with FAP. 

Methods: APC gene from colorectal cancer patients with FAP was amplified by polymerase chain reaction 

(PCR) and then direct sequencing to determine germline mutations. Results: There were gene micromuta-

tions in 21 patient with micromutation detection rate of 16/21 (76.2%), including frameshift mutation 

(1 bp insertion, 1 bp and 2 bp deletion) rate was 34/39 (87.2%), base substitution mutation rate (1 bp and 

2 bp substitution) was 5/39 (12.8%), and the stop codon (nonsense codon) rate of the patients was 13/21 

(61.9%). Large fragmant deletions were not detected in the patients. Conclusions: The frameshift 

mutations (1 bp insertion or 1 bp and 2 bp deletion), base substitution mutations (1 bp or 2 bp) and stop 

codons were detected, but the large fragmant mutations were not detected in hostpot area of APC gene in 

Vietnamese familial adenomatous polyposis patients. 
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CAC TYP GEN cagA VA vacA CUA VI KHUAN 

HELICOBACTER PYLORIJRONG UNG THU DA D A Y 

Tran Thien Trung\ Quach Trong DUc\ Cao Minh Nga\ 

Ho Huynh Thuy DUOng ,̂ Nguyen Tuan Anh', Tran Anh Minh'' 

^Dai hoc Y - Duac thanh phd Ho Chi Minh; 'TrUdng Dai hoc Khoa hoc TU nhien -

Dai hoc Qudc gia thanh phd Ho Chi Minh; ^CT CNSH Khoa Thuang - thanh phd Ho 

Chi Minh; ''TrUdng Dai hoc Y khoa Pham Ngoc Thach thanh phd Ho Chi Minh 

Muc tieu: nghien cUu dinh typ gen cagA va cac typ gen vacA cua vi khuan Helicobacter pylori (H. 

pylori), va mdi lien quan den ung thU da day d benh nhan khu vUc mien Nam Viet Nam va thanh phd Ho 

Chi Minh. Ddi taang va phaang phap nghien cdu: tU thang 12/2008 den thing 5/2010, tai bdnh vien Dai 

hoc Y Dugc TP. Ho Chi Minh va TrUdng Dai hoc Khoa hoc Tu nhien TP. Ho Chi Minh, chiing tdi tien hanh 

nghien cUu cac typ gen ciia vi khuan H. pylori bang phuang phap multiplex PCR. Nghien cOu benh chUng 

gom 126 benh nhan ung thu duac md cSt 2/3 da day, nao hach R2, trong sd nay cd 96 benh nhan ung thu da 

day: va 93 benh nhan viem da day cd H. pylori - duang tinh dugc chan doan bang PCR, CLO test, va Ciai 

phiu benh. Ket qua: trong 162 b$nh nhan (71 ung thu va 91 viem da day), gen cagA (+) la 95,7%. (150/157), 

d benh nhan ung thU da day la 100%, so vdi 92,3%, (84/91) viem da day, p = 0,018, ty sd chenh = 1,845 

(KTC 95%o, 1,597- 2,133). Gen vacA sl la 95,7% (156/159), d ung thuda day la 100%, (68/68) so vdi 96,7%o 

(88/91 ) viem da day; gen vacA s2 la 3,3%o (3/91) va chi gap d viem da day, vdi p = 0,261. Gen vacA ml la 

50,6% (81/160), d ung thu da day la 63,8% (44/69) so vdi 40,7%o (37/91) viem da day; Gen vacA m2 la 

49,4%. (79/160), ung thU da day la 36,2% f25/69j so vdi 59,3%o (54/91) viem da day, p = 0,004, ty sd chenh = 

m 


